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<400> 1 
ctgcagtt cc 
ttttttttcc 
gcgtggtcga 
attgtact ct 
teat cagaac 
aaacaaataa 
caaagcaggc 
tttttttttt 
tttgcccccc 
cccttcaagg 
ccctcccccg 
tatttccttt 
ctctccct t t 
ccaatt cegg 
gggaaagt ca 
caaggcttgt 
etcegt cttg 
cct gat tege 
tct ttagct g 
- cagtggat tt 
cgccagtgga 
tggect cgtc 
aagcgcgcca 
gtttggagca 
agt t cccggg 
ttcacaacaa 
ctgccgct gc 
ccccgcccac 
t ctcccct cc 
at get cgcaa 
catct caggt 
att t gt tege 
tct cgcacag 
tcaagcgctc 
acgactct ct 
gcttgaggt c 
atcacacccc 
ccagccagt c 
gtaaactgee 



agtt tctacc 
tttttttttc 
agaacgacac 
t atgat actc 
agaataaggg 
aaaaatt tag 
gatctggggg 
tttattttag 
gataattctc 
tctccgattc 
aagct ccatt 
atatgetect 
cgacaaattg 
atatactcta 
ct ct tccttg 
gatactcttg 
tcgggtggtg 
ctcggctcgt 
cact cct egg 
caccaatctg 
tagctccaag 
tgt tagctta 
ggat ctt ccc 
ccagaccaga 
ctgcacaaaa 
ccccaact cc 
eggacaagag 
aaagecta tg 
gcactcct t c 
caccgagcgg 
t gagegt gat 
ct cgcgt cac 
cat gagcegt 
aaggectaac 
tt ccccaacg 
att gggat ct 
tgeect tget 
t catggt ccc 
cgtt ccacag 



ccgtaaat cc 
gctcccggtc 
ggaagaagee 
aatacggt ag 
gaatt tttga 
gggactcccc 
gagcaegtt c 
gtctatgect 
cccacacata 
cgataacccc 
tctctcttct 
atccccagac 
ttget tgact 
tcccacccat 
aaattggtta 
eggtget cgt 
atcgactctc 
cagccct t cc 
tgctaggtt a 
ctgaaccctc 
gctccctcta 
ctaccgcccc 
cgtcca taca 
catattcgea 
cgctttagt c 
aggeggagta 
aatgcaatgg 
acccgctctg 
tcgaact atg 
gcgtcctcgg 
gaacaacat t 
cacaccggtc 
t ctcact t tc 
tcaccaaact 
ccagaccaca 
agcgaactcc 
ccaat ggagc 
acaat cagcg 
gt tcccaagg 



ctatcaactt 
agagtgatag 
ccggaagacg 
aaaatagaga 
t tagcaaata 
acccgctgta 
tttttttttc 
ttttttttct 
ggacatactt 
ctctaccagt 
t cccctccat 
catttctcca 
acatccatct 
caccacatt c 
catcgcggac 
t catcaacta 
cccgatttac 
gagcttccct 
ggacgagtca 
agaataacga 
ccccgtccag 
tcatgaaggg 
agtgt cccct 
cacataeggg 
gctctgacga 
acaaggcaca 
t aaat gtgac 
cgcctgt etc 
ccggtcacat 
gaat ggatat 
t tgggttcca 
gtggcct gec 
acgaggacga 
cgaccgctcc 
etcegt tggc 
acctt cct t c 
cccagccgga 
atatcatgt c 
t cgcggtgca 



agt ccgcccc 
tgggatt tat 
cctt ctctag 
attgagat ac 
acaat aataa 
atcct gggtg 
ttttctcttt 
tttccttttt 
tttttttttt 
t cgccct gec 
tcctcat tct 
gat tt ct ct c 
egggt tacct 
cat aacagcg 
cat egtaect 
gtact ttgee 
ctacccctgt 
taagt acagg 
catgccacca 
gactggt tct 
t act cagtcc 
tget cgt ccc 
gtgtgat cgc 
tgaaaageca 
gctgacacgc 
tctggccgct 
caacgcgggc 
tcaggtt gga 
gcgtt ccaat 
caatctact t 
cget ggt cca 
t tccctt tea 
ggatggt tac 
gtcct caccg 
aacccct get 
gat tegecat 
aggccccaac 
cagacccgac 
agata tgctg 



acattctttt 
tacacaccgt 
gcaacaaatg 
gaaagctgac 
ttatacaaaa 
tatctcaaag 
tttctatttt 
tttttttttt 
tccttccact 
tttttctctc 
tcct ctt ccg 
tctttcccct 
acttacagta 
ccctttcatt 
tctt taat eg 
aagagcaagt 
tgcgacgaat 
cttcgtcccc 
ccggcttct t 
gcaccttcca 
aactct acca 
geaaeggaag 
gect t ccatc 
cacgcttgcc 
cact caagaa 
gccgctgccg 
tegt tgatgc 
t etcegga t g 
ct gggaccat 
gccaccgctg 
cgtaatcacc 
gcgtacgcca 
actcat cgcg 
act ttctctc 
catt cgccac 
ctgt ccct cc 
tatt acagt c 
ggaacacagc 
aaccccagcg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 



ctgggttttc gtcggtttcc tcatcgacga ataactctgt cgcaggaaat gatttggcag 2400 

aacgtttcta gcctggtgcg gctgcgaaac cctttcaatg tataaagttt tgggctcaaa 2460 

aaaaattctt gactgtcata cgcgctacga aacgaataga ctttgtgcat ttacagtgcg 2520 

tggttcatgg gcatccttgg tgtcggctgg ctttctttgc ttactttgtt cgagtatact 2580 

tttgcgaggc gtccatagtg atagacgggt gggatattct tgtggctttt tccgtgcttg 2640 

ttcgattctc ccctttcgct ctccttgaaa aatacctttc ttatcctata accatttgtt 2700 

tcattatccc aatgggaatt ggctctacag ctcttattca ttttgtctac tcctctcctg 2760 

aggcccagtc ccctgataat tccgggctct accatataca tttcatttcg actatgtcag 2820 

tttccgcttc gatttagacc tcgagcagga cgagagggtt ccgaaagaaa atacaaacaa 2880 

aaattatagt aatctgcgtt tactttggca taatacagta gtcattagtt gaggtaggca 2940 

taatctggat gtctaaccat cacttgccct aacctcctac catctgctgc tagtatttgt 3000 

cttacccgaa acccaattca acgagataga tggattgacg aataacaatt tgttgtccag 3060 

cgacatgcat gatacatgcg tacgtacata cactaatagt agtcacagac cagttcatca 3120 

catcctggtc tcgggtattc agatacggaa atgcgtaaga ttggaagggt ctaagaaaaa 3180 

gcaaagaaaa aggaaaagtt aacactggct ggcgctctct ttccatctct gatcaatgtt 3240 

attgttcgtc actcagctgt ggacgtggct ccagtcaagt tgtgaattat gatagggtat 3300 

tgttgacttg acaagttgat cttgatggaa tcaaatcttc tccccgccag attctgacgc 3360 

ttgaggctct cggatcgaat gaacaacttt tcgcaccaca tcaaccggtt gccgcgtgat 3420 

gctggagaca aaccgaccca aacgtcacgg tcacacggag gatacgtttg ctagagccag 3480 

ctgatacccc aagagacaag aaggtaaagg tcgcaaaaat cttttcaata agatggcatc 3540 

ttccccccac caacccttaa ccattctcct ttcaagctgt gttgccccgc tttggtgcat 3600 

gggcttgggt agtgcggtcg caaaactact aatttaatga ccgactgctg ctgctttttc 3660 

actcgccgct cacggactaa gcatgtggga acaggatcgc cccgtcacta tttcagatcg 3720 

tgtcgtatca aggtgttcgc ccggtgctgc tggcacgaac gccggccatc caagatcatt 3780 

gttctcattc aaaccgggcg gcttacgtct agccgcggac gtaagcacga agagtgtgtg 3840 

tagtggtggg agtgaagccg ttgccgaaac catgccgtcc tccacggccg tcccgtcgtt 3900 

atcaagcgac gctgcctccg cttcatcctc atcagcgggt gtatctctgg agacaagatg 3960 

ggcggaaggt ctcaccggcc aggagatatt agaagacgat ggaacgggcg cgctcgtcgt 4020 

cccgccgtcc cgccctgctc ggcaatatca. tcaccatacc tatatctgtc tgttctatat 4080 

cttagattgt caccacacct tcgacgatgt cgagcaatgg aagactcacg ttctgagcca 4140 

cttccgaacc cacgaaccac cgcgaacagc ccgatgccct ctatgtccgg gtgagcggtt 4200 

cagcgacacc cccgaacaga aaggatggga tcgcatgc 4238 



<210> 2 
<211> 431 
<212> PRT 

<213> Aspergillus oryzae 
<400> 2 

Met Pro Pro Pro Ala Ser Ser 
1 5 

Gin Asn Asn Glu Thr Gly Ser 
20 

Lys Ala Pro Ser Thr Pro Ser 
35 

Ser Ser Val Ser Leu Leu Pro 

50 55 

Thr Glu Glu Ala Arg Gin Asp 
65 70 

Cys Asp Arg Ala Phe His Arg 
85 

Thr His Thr Gly Glu Lys Pro 
100 



Val Asp Phe Thr Asn Leu Leu Asn Pro 
10 15 

Ala Pro Ser Thr Pro Val Asp Ser Ser 
25 30 

Ser Thr Gin Ser Asn Ser Thr Met Ala 
40 45 

Pro Leu Met Lys Gly Ala Arg Pro Ala 
60 

Leu Pro Arg Pro Tyr Lys Cys Pro Leu 

75 80 

Leu Glu His Gin Thr Arg His lie Arg 
90 95 

His Ala Cys Gin Phe Pro Gly Cys Thr 
105 110 



Lys Arg Phe Ser Arg Ser Asp Glu Leu Thr Arg His Ser Arg lie His 
115 120 125 



Asn Asn Pro Asn Ser Arg Arg' Ser Asn Lys Ala His Leu Ala Ala Ala 
130 135 140 

Ala Ala Ala Ala Ala Ala Gly Gin Gly Gin Glu Asn Ala Met Val Asn 
145 150 155 160 

Val Thr Asn Ala Gly Ser Leu Met Pro Pro Pro Thr Lys Pro Met Thr 
165 170 175 

Arg Ser Ala Pro Val Ser Gin Val Gly Ser Pro Asp Val Ser Pro Pro 
180 185 190 

His Ser Phe Ser Asn Tyr Ala Gly His Met Arg Ser Asn Leu Gly Pro 
195 200 205 

Tyr Ala Arg Asn Thr Glu Arg Ala Ser Ser Gly Met Asp lie Asn Leu 
210 215 220 

Leu Ala Thr Ala Ala Ser Gin Val Glu Arg Asp Glu Gin His Phe Gly 
225 230 235 240 

Phe His Ala Gly Pro Arg Asn His His Leu Phe Ala Ser Arg His His 
245 250 255 

Thr Gly Arg Gly Leu Pro Ser Leu Ser Ala Tyr Ala lie Ser His Ser 
260 265 270 

Met Ser Arg Ser His Phe His Glu Asp Glu Asp Gly Tyr Thr His Arg 
275 280 285 

Val Lys Arg Ser Arg Pro Asn Ser Pro Asn Ser Thr Ala Pro Ser Ser 
290 295 300 

Pro Thr Phe Ser His Asp Ser Leu Ser Pro Thr Pro Asp His Thr Pro 
305 310 315 320 

Leu Ala Thr Pro Ala His Ser Pro Arg Leu Arg Ser Leu Gly Ser Ser 
325 330 335 

Glu Leu His Leu Pro Ser He Arg His Leu Ser Leu His His Thr Pro 
340 345 350 

Ala Leu Ala Pro Met Glu Pro Gin Pro Glu Gly Pro Asn Tyr Tyr Ser 
355 360 365 

Pro Ser Gin Ser His Gly Pro Thr He Ser Asp He Met Ser Arg Pro 
370 375 380 

Asp Gly Thr Gin Arg Lys Leu Pro Val Pro Gin Val Pro Lys Val Ala 
385 390 395 400 

Val Gin Asp Met Leu Asn Pro Ser Ala Gly Phe Ser Ser Val Ser Ser 
405 410 415 



Ser Thr Asn Asn Ser Val Ala Gly Asn Asp Leu Ala Glu Arg Phe 
420 425 430 



